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MACHINE LEARNING IN BIOINFORMATICS 
 

UNIT - I  

Introduction-Bayesian modeling-Cox Jaynes axioms- Bayesian inference and 
induction- models structures- examples. 
 

UNIT - II  

Dynamic programming- EM/ GEM algorithms-Markov chain Monte carlo 
methods-simulated annealing- genetic algorithm-Neural networks.  
 
UNIT - III  

Sequence coding- correlations- Prediction: secondary structure, signal 
peptides and cleavage sites-applications for DNA & RNA nucleotide 
sequences- Performance evaluation.  
 

UNIT - IV  

Introduction- likelihood & Basic algorithms- Learning algorithms- 
Applications: general aspects, proteins, DNA and RNA  
 

UNIT - V 

Models for phylogeny-substitution probabilities-Data likelihood-optimal 
trees- modeling for array data 
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